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450 

<210> SEQ ID NO: 

: 4 









451 

<211> LENGTH: 263 









452 

<212> TYPE: 

PRT 










453 

<213> ORGANISM: 

Murine 








455 

<400> SEQUENCE: 

4 









457 

lie Asp 

Pro Lys Asp Leu 

Thr Phe 

Leu Lys 

Glu Leu Gly Thr Gly Gin 

458 

1 




5 



10 




15 


461 

Phe Gly Val 

Val 

Lys 

Tyr 

Gly Lys 

Trp Arg 

Gly Gin Tyr Asp Val Ala 

462 




20 




25 



30 



465 

He 

Lys 

Met 

He Arg Glu 

Gly Ser Met Ser 

Glu Asp Glu 

Phe 

He 

Glu 

466 



35 




40 



45 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 12/18/2006 

PATENT APPLICATION: US/10/77 9 , 399A TIME: 15:22:28 
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Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 
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